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SEQUENCE LISTING 

<110> Yu, Su-May 
<120> PLANT MYB GENES 



<130> 08919-088001 

<150> US 60/399, 999 
<151> 2002-07-31 

<160> 21 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 1330 
<212> DNA 

<213> Oryza sativa (japonica cultivar-group) 

<220> 

<221> CDS 

<222> (20) ... (937) 

<400> 1 

gtgcgagatc caccacccg atg acc tec cag gcg gcg acg acg acg acc acg 52 

Met Thr Ser Gin Ala Ala Thr Thr Thr Thr Thr 
15 10 

gcg gcg gcg gcg gcg gcg tgg acc agg gag gac gac aag gcg ttc gag 100 
Ala Ala Ala Ala Ala Ala Trp Thr Arg Glu Asp Asp Lys Ala Phe Glu 
15 20 " 25 



aac gcg etc 
Asn Ala Leu 
30 

ccc gac gac 
Pro Asp Asp 
45 

agg teg gcg 
Arg Ser Ala 
60 

gtc gcg gcc 
Val Ala Ala 



gag gag tec 
Glu Glu Ser 



gcg get tgc 
Ala Ala Cys 



gac tgg ttc 
Asp Trp Phe 



gag gag gtg 
Glu Glu Val 
65 

ate gac gcg 
lie Asp Ala 
80 

gcg gcg ccg 
Ala Ala Pro 
95 



gcg gcg ccg 
Ala Ala Pro 
35 

gcc gcg etc 
Ala Ala Leu 
50 

egg agg cac 
Arg Arg His 



ggc cgc gtc 
Gly Arg Val 



ccc gac gga 
Pro Asp Gly 
100 



ccg ccc gcg 
Pro Pro Ala 



gcc gcg age 
Ala Ala Ser 
55 

tac gag gcg 
Tyr Glu Ala 
70 

ccg etc ccg 
Pro Leu Pro 
85 

gcc gga gcc 
Ala Gly Ala 



gac gga ggc 
Asp Gly Gly 
40 

gtg ccc ggg 
Val Pro Gly 



ctg gtg gag 
Leu Val Glu 



cgc tac gcc 
Arg Tyr Ala 
90 

gcc gcc gcc 
Ala Ala Ala 
105 



gcg 14 8 

Ala 



gcg 196 
Ala 



gac 24 4 

Asp 
75 

ggg 2 92 

Gly 



gcg 340 
Ala 



tec aag gac ggc gga cac egg cgc gac gag cgc aag ggc ggc ggc ggc 
Ser Lys Asp Gly Gly His Arg Arg Asp Glu Arg Lys Gly Gly Gly Gly 



388 



2 



110 115 120 

ggg tac gac ggc ggc aag age tgc tec aag gcg gag cag gag agg cgc 436 
Gly Tyr Asp Gly Gly Lys Ser Cys Ser Lys Ala Glu Gin Glu Arg Arg 
125 130 135 

aag ggc ate cca tgg acg gag gaa gag cac agg ctg ttc ttg ctg ggg 484 
Lys Gly lie Pro Trp Thr Glu Glu Glu His Arg Leu Phe Leu Leu Gly 
140 145 150 155 

ctg gac aag ttc ggc aag ggg gac tgg egg age ate teg cgc aac ttc 532 
Leu Asp Lys Phe Gly Lys Gly Asp Trp Arg Ser lie Ser Arg Asn Phe 
160 165 170 

gtc ate teg egg acg cca acg cag gtg gcg age cac gcg cag aag tac 580 
Val lie Ser Arg Thr Pro Thr Gin Val Ala Ser His Ala Gin Lys Tyr 
175 180 185 

ttc ate cgc etc aac tec atg aac cgc gac cgc cgc cgc tec age ate 628 
Phe lie Arg Leu Asn Ser Met Asn Arg Asp Arg Arg Arg Ser Ser lie 
190 195 200 

cac gac ate acc age gtc ace gee ggc gat cag gtc gee gcg cag cag 676 
His Asp He Thr Ser Val Thr Ala Gly Asp Gin Val Ala Ala Gin Gin 
205 210 215 

ggc gee ccg ate acc ggc cac cag gee acg ggc aac ccc gcg gcg gcg 724 
Gly Ala Pro He Thr Gly His Gin Ala Thr Gly Asn Pro Ala Ala Ala 
220 225 230 235 

gcg ctg ggc ccg ccg ggc atg aag cac cac cac cac cac cac ccg ggc 772 
Ala Leu Gly Pro Pro Gly Met Lys His His His His His His Pro Gly 
240 245 250 

ggc gcg ccg ccg ccc atg ccc atg tac age gee gcg ccc atg ggc cac 820 
Gly Ala Pro Pro Pro Met Pro Met Tyr Ser Ala Ala Pro Met Gly His 
255 260 265 

ccc gtc gee ggc cac atg gtg ccc gee gee gtc ggc acg ccg gtg gtg 868 
Pro Val Ala Gly His Met Val Pro Ala Ala Val Gly Thr Pro Val Val 
270 275 280 

ttc ccg ccg ggc cac gcg ccg tac gtc gtg ccc gtc ggc tac ccg gcg 916 
Phe Pro Pro Gly His Ala Pro Tyr Val Val Pro Val Gly Tyr Pro Ala 
285 290 295 

cct ccg gee aag atg cac caa tgacgcgcca tggaeggaca tgagcagcat 967 
Pro Pro Ala Lys Met His Gin 
300 305 

ttcttcctcc tcctttcttg atgtcaatct tgatttgttc tttgtgtagt cgccggctca 1027 

tcgtccctga tcatcttgtt cttctcacaa tctcactaat gtaaacatac atagatcaga 1087 

tgccaagagt gcagggattg gggattaaag gcgaataagt aaagtatttt gctgactgtt 1147 

tgcaagtgat catcacgtac acccggtgaa agcttagctc caaatgtgga tgtaattagc 1207 

agcggccttc cgtacgtggt ggcgccgatc gatgatcttg caggggttgc aattagggat 1267 

tgatttccat tttgctgatg taaatttgee aactgtctca ttggaccaaa aaaaaaaaaa 1327 

aaa 1330 



3 



<210> 2 
<211> 1012 
<212> DNA 

<213> Oryza sativa (japonica cultivar-group) 



<220> 
<221> CDS 

<222> (92) . . . (919) 



<400> 2 

cgaggtccgc ggcggcggcg gcggagttga cgaggaggag tacgaggagg aggaggtgga 60 

gggtggattg ttcatcaaga agagctccag t atg ccc aac etc acc tec ate 112 

Met Pro Asn Leu Thr Ser lie 
1 5 

gac ccg ctg ccg gtg ccg gee gac ggc ggc aaa egg cgc gee tec gac 160 

Asp Pro Leu Pro Val Pro Ala Asp Gly Gly Lys Arg Arg Ala Ser Asp 

10 15 20 

gac tec gag etc gee tec ggc cag cag aag cgc cgc cgc cgc aag gtg 208 

Asp Ser Glu Leu Ala Ser Gly Gin Gin Lys Arg Arg Arg Arg Lys Val 

25 30 35 

cag gag agg aag aaa ggg gta cca tgg act gag gag gag cac aag aaa 256 

Gin Glu Arg Lys Lys Gly Val Pro Trp Thr Glu Glu Glu His Lys Lys 

4 0 4 5 50 55 

ttc ctg gaa ggg ctg agg cag ctg ggg aaa ggg gac tgg aga ggc ate 304 

Phe Leu Glu Gly Leu Arg Gin Leu Gly Lys Gly Asp Trp Arg Gly lie 

60 65 " ' ' 70 

tec aag aac ttt gtg acc age agg acg gcg act cag gtg gee age cac 352 

Ser Lys Asn Phe Val Thr Ser Arg Thr Ala Thr Gin Val Ala Ser His 

75 80 85 

gee cag aag tac ttc etc egg cag acc aac cct ggc aaa aag aag cgc 400 

Ala Gin Lys Tyr Phe Leu Arg Gin Thr Asn Pro Gly Lys Lys Lys Arg 

90 95 100 

egg gee age etc ttt gat gtt gtt get gag tgc agt gat gat caa ctt 448 

Arg Ala Ser Leu Phe Asp Val Val Ala Glu Cys Ser Asp Asp Gin Leu 

105 110 115 

cca agt cct cag agt gtt gga act aag cct cct acc cag gat ata att 4 96 

Pro Ser Pro Gin Ser Val Gly Thr Lys Pro Pro Thr Gin Asp lie lie 

120 125 130 135 

cat aca gat cgc ggc gat gtc ccg ata eta age tat cca gtt get aga 544 

His Thr Asp Arg Gly Asp Val Pro He Leu Ser Tyr Pro Val Ala Arg 

140 145 150 

ggc ttt aga ggc gat age gtg cag gtt gat gaa eta act gaa tat gtg 592 

Gly Phe Arg Gly Asp Ser Val Gin Val Asp Glu Leu Thr Glu Tyr Val 

155 160 165 

aag aga tta aag gee gee gag gac atg teg etc tec atg ate tct gga 640 



4 



Lys Arg Leu Lys Ala Ala Glu Asp Met Ser Leu Ser Met lie Ser Gly 
170 175 180 

ctg gaa atg gca tea tea tec ate age agt eta gag etc agt ate gcg 688 
Leu Glu Met Ala Ser Ser Ser lie Ser Ser Leu Glu Leu Ser lie Ala 
185 190 195 

ccc tct cat ttg egg ate gac ggg gee ate aag ggg ctg gga tec aaa 736 
Pro Ser His Leu Arg lie Asp Gly Ala lie Lys Gly Leu Gly Ser Lys 
200 205 210 215 

ccc aat ttt ccc ccg aag gaa ttt gga teg get tea get act gtt ttt 784 
Pro Asn Phe Pro Pro Lys Glu Phe Gly Ser Ala Ser Ala Thr Val Phe 
220 225 230 

tgt ccc ccc tgt tgt tgt ttg ttg ttg ttg ttt ttt ttt ttt ttt ttt 832 
Cys Pro Pro Cys Cys Cys Leu Leu Leu Leu Phe Phe Phe Phe Phe Phe 
235 240 245 

gcg ggg gtt gtt tgt tgt tgt tgt tgt tgt agt tgt cat get aac ttt 880 
Ala Gly Val Val Cys Cys Cys Cys Cys Cys Ser Cys His Ala Asn Phe 
250 255 260 

gta ttt ggg tea tgt ggg gtt tct tte acc agt ttt ata taatacagag 929 
Val Phe Gly Ser Cys Gly Val Ser Phe Thr Ser Phe He 
265 270 275 

agaatgtcag tcccttccga gacatgttta aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 989 
aaaaaaaaaa aaaaaaaaaa aaa 1012 

<210> 3 
<211> 1287 
<212> DNA 

<213> Oryza sativa (japonica cultivar-group ) 

<220> 
<221> CDS 

<222> (67) . . . (1020) 
<400> 3 

atcgatcgat cgatctccat aggtggggga agggaagctt tggaaggtgg agggaeggag 60 
gggggg atg acg agg egg tgc teg cac tgc age cac aac ggg cac aac 108 
Met Thr Arg Arg Cys Ser His Cys Ser His Asn Gly His Asn 
1 5 10 

teg egg acg tgc ccc aac cgc ggg gtc aag ate tte ggg gtg cgc etc 156 
Ser Arg Thr Cys Pro Asn Arg Gly Val Lys He Phe Gly Val Arg Leu 
15 20 25 30 

acc gat ggc tec ate cgc aag age gee age atg ggg aac etc tec etc 204 
Thr Asp Gly Ser He Arg Lys Ser Ala Ser Met Gly Asn Leu Ser Leu 
35 40 45 



etc tec tec gee gee gga tec acc age ggc ggc gee tec ccc gee gac 252 
Leu Ser Ser Ala Ala Gly Ser Thr Ser Gly Gly Ala Ser Pro Ala Asp 
50 55 60 
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ggc ccc gac 
Gly Pro Asp 
65 

ttc gtc cag 
Phe Val Gin 
80 

cct tgg act 
Pro Trp Thr 
95 

ctt ggc aaa 
Leu Gly Lys 



aga aca cct 
Arg Thr Pro 



caa tec aat 
Gin Ser Asn 
145 

gtg cca gat 
Val Pro Asp 
160 

cca gag acc 
Pro Glu Thr 
175 

gaa gag gag 
Glu Glu Glu 



age tct tec 
Ser Ser Ser 



cca gtg att 
Pro Val He 
225 

cct ttc tgg 
Pro Phe Trp 
240 

cat gag att 
His Glu He 
255 

gtt gat gag 
Val Asp Glu 



caa gag aca 



gec gee ccc 
Ala Ala Pro 



ggc ttc tec 
Gly Phe Ser 



gaa gaa gaa 
Glu Glu Glu 
100 

ggt gat tgg 
Gly Asp Trp 
115 

act caa gta 
Thr Gin Val 
130 

atg acc aga 
Met Thr Arg 



gag tct atg 
Glu Ser Met 



caa gta tta 
Gin Val Leu 
180 

gta gat tct 
Val Asp Ser 
195 

get tct get 
Ala Ser Ala 
210 

gtt cca get 
Val Pro Ala 



caa aat cag 
Gin Asn Gin 



gtc aag cct 
Val Lys Pro 
260 

ctt gtt ggc 
Leu Val Gly 
275 

gag tct act 



acc gee gee 
Thr Ala Ala 
70 

tec gee acc 
Ser Ala Thr 
85 

cac egg agg 
His Arg Arg 



cga gga ate 
Arg Gly He 



gee agt cat 
Ala Ser His 
135 

agg aaa aga 
Arg Lys Arg 
150 

gac ctt cca 
Asp Leu Pro 
165 

aat caa cca 
Asn Gin Pro 



atg gag tea 
Met Glu Ser 



ate atg cca 
He Met Pro 
215 

tat ttc teg 
Tyr Phe Ser 
230 

aaa gat gaa 
Lys Asp Glu 
245 

gtt cca gtt 
Val Pro Val 



atg teg aag 
Met Ser Lys 



tct ctt tea 



gac ggc tac 
Asp Gly Tyr 



cgc gac cgc 
Arg Asp Arg 
90 

ttt ttg ctt 
Phe Leu Leu 
105 

tct cgt aat 
Ser Arg Asn 
120 

get cag aaa 
Ala Gin Lys 



agg tct age 
Arg Ser Ser 



cca ctt cct 
Pro Leu Pro 
170 

gca eta cct 
Ala Leu Pro 
185 

gat act tct 
Asp Thr Ser 
200 

gat aat ttg 
Asp Asn Leu 



ccc ttt ttg 
Pro Phe Leu 



gat ggt cct 
Asp Gly Pro 
250 

cat tea aag 
His Ser Lys 
265 

etc age ata 
Leu Ser He 
280 

tta aat ctg 



gee tec gac 
Ala Ser Asp 
75 

aag aag ggt 
Lys Lys Gly 



gga ttg caa 
Gly Leu Gin 



ttc gtg gtc 
Phe Val Val 
125 

tat ttt ata 
Tyr Phe lie 
140 

ctt ttt gac 
Leu Phe Asp 
155 

gga ggt caa 
Gly Gly Gin 



cca ccg aag 
Pro Pro Lys 



gee gtt gca 
Ala Val Ala 
205 

cag teg acc 
Gin Ser Thr 
220 

caa ttc teg 
Gin Phe Ser 
235 

gtg caa gaa 
Val Gin Glu 



age cca ate 
Ser Pro He 



gga gag tec 
Gly Glu Ser 
285 

gta gga ggt 



gac 300 
Asp 



gtt 348 
Val 



aag 396 

Lys 

110 

tea 444 
Ser 



cgc 492 
Arg 



atg 540 
Met 



gaa 588 
Glu 



gag 636 

Glu 

190 

gag 684 
Glu 



tat 732 
Tyr 



gtt 780 
Val 



aca 828 
Thr 



aac 876 

Asn 

270 

aat 924 
Asn 



caa 972 
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Gin Glu Thr Glu Ser Thr Ser Leu Ser Leu Asn Leu Val Gly Gly Gin 
290 295 300 



aat aga caa tea get ttc cat gca aat cca cca aca agg gca cag gca 
Asn Arg Gin Ser Ala Phe His Ala Asn Pro Pro Thr Arg Ala Gin Ala 
305 310 315 

tgatctggtt gtgcacacaa ctgeatttag atgaatccca ggcaaaataa gctttgcctc 
cttgtttttt tgtttttatt ttaagattaa ccgttctccg tagtctgtat catgtgctgt 
aagttatgct atgtatgaat gtatctgttg tttgtctggc acacatgata aatcactcta 
tgttaacaaa atcagtaatg gtagtgctga tcttcgtggt tgtactgttg taaactcttt 
tataagaaaa aaaaatatta gttagtc 

<210> 4 
<211> 918 
<212> DNA 

<213> Oryza sativa (japonica cultivar-group) 



<400> 4 

atgacctccc 

gaggacgaca 

ggaggegege 

teggeggagg 

gcgggccgcg 

gccggagccg 

ggcggcggcg 

ggcatcccat 

aagggggact 

gcgagccacg 

tccagcatcc 

gccccgatca 

ggcatgaagc 

agcgccgcgc 

ccggtggtgt 

ccggccaaga 



aggeggegae 
aggegttega 
ccgacgacga 
aggtgeggag 
tcccgctccc 
ccgccgccgc 
ggtacgaegg 
ggacggagga 
ggeggagcat 
cgcagaagta 
acgacatcac 
ccggccacca 
accaccacca 
ccatgggcca 
tcccgccggg 
tgcaccaa 



gacgacgacc 
gaacgcgctc 
ctggttcgcc 
gcactacgag 
gcgctacgcc 
gtccaaggac 
eggcaagage 
agagcacagg 
ctcgcgcaac 
cttcatccgc 
cagcgtcacc 
ggccacgggc 
ccaccacccg 
ccccgtcgcc 
ccacgcgccg 



aeggeggegg 
gcggcttgcg 
gcgctcgccg 
gcgctggtgg 
ggggaggagt 
ggcggacacc 
tgctccaagg 
ctgttcttgc 
ttegtcatet 
ctcaactcca 
gccggcgatc 
aaccccgcgg 
ggcggcgcgc 
ggccacatgg 
tacgtcgtgc 



cggcggcggc 
cggcgccgcc 
cgagcgtgcc 
aggaegtege 
ccgcggcgcc 
ggegegaega 
eggagcagga 
tggggctgga 
cgcggacgcc 
tgaaccgega 
aggtcgccgc 
cggcggcgct 
cgccgcccat 
tgcccgccgc 
ccgtcggcta 



gtggaccagg 
gcccgcggac 
eggggegagg 
ggccatcgac 
gcccgacgga 
gegcaaggge 
gaggegcaag 
caagttegge 
aacgeaggtg 
ccgccgccgc 
gcagcagggc 
gggcccgccg 
gcccatgtac 
cgtcggcacg 
cccggcgcct 



<210> 5 
<211> 828 
<212> DNA 

<213> Oryza sativa (japonica cultivar-group) 



<400> 5 

atgcccaacc 

gcctccgacg 

gagaggaaga 

aggcagctgg 

gcgactcagg 

aagaagegee 

agtcctcaga 

gatgtcccga 

gatgaactaa 

atctctggac 

tetcatttge 

aaggaatttg 

ttgttttttt 

gctaactttg 



tcacctccat 
actccgagct 
aaggggtacc 
ggaaagggga 
tggccagcca 
gggccagcct 
gtgttggaac 
tactaagcta 
ctgaatatgt 
tggaaatggc 
ggatcgaegg 
gateggctte 
tttttttttt 
tatttgggtc 



cgacccgctg 
cgcctccggc 
atggactgag 
ctggagaggc 
cgcccagaag 
ctttgatgtt 
taagcctcct 
tecagttget 
gaagagatta 
atcatcatcc 
ggccatcaag 
agctactgtt 
tgcgggggtt 
atgtggggtt 



ccggtgccgg 
cagcagaagc 
gaggagcaca 
atctccaaga 
tacttcctcc 
gttgctgagt 
acccaggata 
agaggcttta 
aaggccgccg 
atcagcagtc 
gggctgggat 
ttttgtcccc 
gtttgttgtt 
tctttcacca 



ccgacggcgg 
gccgccgccg 
agaaattcct 
actttgtgac 
ggcagaccaa 
gcagtgatga 
taattcatac 
gaggegatag 
aggacatgtc 
tagagctcag 
ccaaacccaa 
cctgttgttg 
gttgttgttg 
gttttata 



caaacggcgc 
caaggtgcag 
ggaagggctg 
cagcaggacg 
ccctggcaaa 
tcaacttcca 
agatcgegge 
cgtgcaggtt 
gctctccatg 
tatcgcgccc 
ttttcccccg 
tttgttgttg 
tagttgtcat 



1020 



1080 
1140 
1200 
1260 
1287 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
918 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
828 
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<210> 6 
<211> 954 
<212> DNA 

<213> Oryza sativa (japonica cultivar-group) 

<400> 6 

atgacgaggc ggtgctcgca ctgcagccac aacgggcaca actcgcggac gtgccccaac 60 

cgcggggtca agatcttcgg ggtgcgcctc accgatggct ccatccgcaa gagcgccagc 120 

atggggaacc tctccctcct ctcctccgcc gccggatcca ccagcggcgg cgcctccccc 180 

gccgacggcc ccgacgccgc ccccaccgcc gccgacggct acgcctccga cgacttcgtc 240 

cagggcttct cctccgccac ccgcgaccgc aagaagggtg ttccttggac tgaagaagaa 300 

caccggaggt ttttgcttgg attgcaaaag cttggcaaag gtgattggcg aggaatctct 360 

cgtaatttcg tggtctcaag aacacctact caagtagcca gtcatgctca gaaatatttt 420 

atacgccaat ccaatatgac cagaaggaaa agaaggtcta gcctttttga catggtgcca 480 

gatgagtcta tggaccttcc accacttcct ggaggtcaag aaccagagac ccaagtatta 540 

aatcaaccag cactacctcc accgaaggag gaagaggagg tagattctat ggagtcagat 600 

acttctgccg ttgcagagag ctcttccgct tctgctatca tgccagataa tttgcagtcg 660 

acctatccag tgattgttcc agcttatttc tcgccctttt tgcaattctc ggttcctttc 720 

tggcaaaatc agaaagatga agatggtcct gtgcaagaaa cacatgagat tgtcaagcct 780 

gttccagttc attcaaagag cccaatcaac gttgatgagc ttgttggcat gtcgaagctc 840 

agcataggag agtccaatca agagacagag tctacttctc tttcattaaa tctggtagga 900 

ggtcaaaata gacaatcagc tttccatgca aatccaccaa caagggcaca ggca 954 

<210> 7 
<211> 306 
<212> PRT 

<213> Oryza sativa (japonica cultivar-group) 



<400> 7 



Met 


Thr 


Ser 


Gin 


Ala 


Ala 


Thr 


Thr 


Thr 


Thr 


Thr Ala 


Ala 


Ala 


Ala 


Ala 


1 








5 










10 








15 




Ala 


Trp 


Thr 


Arg 
20 


Glu 


Asp 


Asp 


Lys 


Ala 
25 


Phe 


Glu Asn 


Ala 


Leu 
30 


Ala 


Ala 


Cys 


Ala 


Ala 
35 


Pro 


Pro 


Pro 


Ala 


Asp 
40 


Gly 


Gly 


Ala Pro 


Asp 
45 


Asp 


Asp 


Trp 


Phe 


Ala 
50 


Ala 


Leu 


Ala 


Ala 


Ser 
55 


Val 


Pro 


Gly 


Ala Arg 
60 


Ser 


Ala 


Glu 


Glu 


Val 


Arg 


Arg 


His 


Tyr 


Glu 


Ala 


Leu 


Val 


Glu 


Asp Val 


Ala 


Ala 


He 


Asp 


65 










70 










75 








80 


Ala 


Gly 


Arg 


Val 


Pro 
85 


Leu 


Pro 


Arg 


Tyr 


Ala 

90 


Gly Glu 


Glu 


Ser 


Ala 

95 


Ala 


Pro 


Pro 


Asp 


Gly 
100 


Ala 


Gly 


Ala 


Ala 


Ala 
105 


Ala 


Ala Ser 


Lys 


Asp 
110 


Gly 


Gly 


His 


Arg 


Arg 
115 


Asp 


Glu 


Arg 


Lys 


Gly 
120 


Gly 


Gly 


Gly Gly 


Tyr 
125 


Asp 


Gly 


Gly 


Lys 


Ser 


Cys 


Ser 


Lys 


Ala 


Glu 


Gin 


Glu 


Arg 


Arg Lys 


Gly 


He 


Pro 


Trp 




130 










135 








140 








Thr 


Glu 


Glu 


Glu 


His 


Arg 


Leu 


Phe 


Leu 


Leu 


Gly Leu 


Asp 


Lys 


Phe 


Gly 


145 










150 










155 








160 


Lys 


Gly 


Asp 


Trp 


Arg 
165 


Ser 


He 


Ser 


Arg 


Asn 
170 


Phe Val 


He 


Ser 


Arg 
175 


Thr 


Pro 


Thr 


Gin 


Val 
180 


Ala 


Ser 


His 


Ala 


Gin 
185 


Lys 


Tyr Phe 


He 


Arg 
190 


Leu 


Asn 


Ser 


Met 


Asn 
195 


Arg 


Asp 


Arg 


Arg 


Arg 
200 


Ser 


Ser 


He His 


Asp 
205 


He 


Thr 


Ser 


Val 


Thr 
210 


Ala 


Gly 


Asp 


Gin 


Val 
215 


Ala 


Ala 


Gin 


Gin Gly 
220 


Ala 


Pro 


He 


Thr 



8 



Gly His Gin Ala Thr 

225 

Gly Met Lys His His 
245 

Met Pro Met Tyr Ser 
260 

Met Val Pro Ala Ala 
275 

Ala Pro Tyr Val Val 

290 
His Gin 
305 



Gly Asn Pro Ala Ala Ala 
230 235 
His His His His Pro Gly 
250 

Ala Ala Pro Met Gly His 
265 

Val Gly Thr Pro Val Val 
280 

Pro Val Gly Tyr Pro Ala 
295 



Ala Leu Gly Pro Pro 
240 

Gly Ala Pro Pro Pro 
255 

Pro Val Ala Gly His 
270 

Phe Pro Pro Gly His 
285 

Pro Pro Ala Lys Met 
300 



<210> 8 

<211> 276 

<212> PRT 

<213> Oryza sativa (japonica cultivar-group) 



<400> 8 



Met 


Pro 


Asn 


Leu 


Thr 


Ser 


lie 


Asp 


Pro 


Leu 


Pro 


Val 


Pro 


Ala 


Asp 


Gly 


1 








5 










10 










15 




Gly Lys 


Arg 


Arg 


Ala 


Ser 


Asp 


Asp 


Ser 


Glu 


UC LI 




OCl 




Gin 


Gin 








20 










25 










30 






Lys 


Arg 


Arg 


Arg 


Arg 


Lys 


Val 


Gin 


Glu 


Arg 




T A/ c; 
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<210> 9 



9 



<211> 318 
<212> PRT 

<213> Oryza sativa (japonica cultivar-group) 

<400> 9 

Met Thr Arg Arg Cys Ser His Cys Ser His Asn Gly His Asn Ser Arg 

15 10 15 

Thr Cys Pro Asn Arg Gly Val Lys He Phe Gly Val Arg Leu Thr Asp 

20 25 30 

Gly Ser He Arg Lys Ser Ala Ser Met Gly Asn Leu Ser Leu Leu Ser 

35 40 45 

Ser Ala Ala Gly Ser Thr Ser Gly Gly Ala Ser Pro Ala Asp Gly Pro 

50 55 60 

Asp Ala Ala Pro Thr Ala Ala Asp Gly Tyr Ala Ser Asp Asp Phe Val 
65 70 75 80 

Gin Gly Phe Ser Ser Ala Thr Arg Asp Arg Lys Lys Gly Val Pro Trp 

85 90 95 

Thr Glu Glu Glu His Arg Arg Phe Leu Leu Gly Leu Gin Lys Leu Gly 

100 105 110 

Lys Gly Asp Trp Arg Gly He Ser Arg Asn Phe Val Val Ser Arg Thr 

115 120 125 

Pro Thr Gin Val Ala Ser His Ala Gin Lys Tyr Phe He Arg Gin Ser 

130 135 140 

Asn Met Thr Arg Arg Lys Arg Arg Ser Ser Leu Phe Asp Met Val Pro 
145 150 155 160 

Asp Glu Ser Met Asp Leu Pro Pro Leu Pro Gly Gly Gin Glu Pro Glu 

165 170 " 175 

Thr Gin Val Leu Asn Gin Pro Ala Leu Pro Pro Pro Lys Glu Glu Glu 

180 185 190 

Glu Val Asp Ser Met Glu Ser Asp Thr Ser Ala Val Ala Glu Ser Ser 

195 200 205 

Ser Ala Ser Ala lie Met Pro Asp Asn Leu Gin Ser Thr Tyr Pro Val 

210 215 220 

He Val Pro Ala Tyr Phe Ser Pro Phe Leu Gin Phe Ser Val Pro Phe 
225 230 235 240 

Trp Gin Asn Gin Lys Asp Glu Asp Gly Pro Val Gin Glu Thr His Glu 

245 250 255 

He Val Lys Pro Val Pro Val His Ser Lys Ser Pro He Asn Val Asp 

260 265 270 

Glu Leu Val Gly Met Ser Lys Leu Ser He Gly Glu Ser Asn Gin Glu 

275 280 285 

Thr Glu Ser Thr Ser Leu Ser Leu Asn Leu Val Gly Gly Gin Asn Arg 

290 295 300 

Gin Ser Ala Phe His Ala Asn Pro Pro Thr Arg Ala Gin Ala 
305 310 315 

<210> 10 
<211> 42 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 
<400> 10 

aattctatcc atatccatat ccatatccat atccatatcc ac 42 



10 



<210> 11 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetically generated oligonucleotide 

<400> 11 

gtggatatgg atatggatat ggatatggat atggatag 

<210> 12 
<211> 29 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 12 

aaactcgaga atgacctccc aggcggcga 

<210> 13 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 13 

atcgaattct cattggtgca tcttggccgg a 

<210> 14 
<211> 29 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 14 

aaactcgaga atgcccaacc tcacctcca 

<210> 15 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 15 

agcgaattct tatataaaac tggtgaa 

<210> 16 
<211> 30 



<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 16 

aaactcgagt atgacgaggc ggtgctcgca 

<210> 17 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 17 

atcgaattct catgcctgtg cccttgt 

<210> 18 
<211> 25 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Primer 
<400> 18 

ccagaattct gcaaagatgg ataaa 

<210> 19 
<211> 25 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 19 

ccactcgagc tctctttttt tgggt 

<210> 20 
<211> 26 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Primer 
<400> 20 

ccagaattca gatgaagcta ctgtct 

<210> 21 
<211> 27 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Primer 
<400> 21 

ccactcgagt tcgatacagt caactgt 



